ABSTRACT-In
The affected fish showed pale gills, abdominal swelling and hemorrhage of the skin, as well as swelling of internal organs with white patches. Edwardsiella ictaluri was iso lated from the internal organs of the diseased fish.
The iso lates showed pathogenicity to P. hypophthalmus by an artifi cial infection. However, the isolate preserved in a semi solid BHI agar for 6 months lost pathogenicity.
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Striped catfish Pangasius hypophthalmus plays an important role as a protein source in Indonesia. Culture of P. hypophthalmus has been spread to Java and Sumatra Island because this fish is easy to raise and has a tolerance to diseases. Recently its production has rap idly increased, since the Jambi Freshwater Aquaculture Development Center of Indonesia began to supply the seeds with the technical cooperation of the Japan Inter national Cooperation Agency (JICA). However, in early February 2002, a mass mortality occurred in central Sumatra, which spread to several farms in a village . This is the first report of Edwardsiella ictaluri infection associated with the mortalities of cultured P. hypophthalmus in Indonesia. 
Results and Discussion
Mortalities of fish at 2 farms reached 50 to 100% during a 2 to 3 wk period. Moribund fish swam sluggishly near the water surface. The gills showed an externally pale color. The abdomen was swollen. The abdominal skin and the bases of each fin showed focal petechiation. There was severe hemorrhage around the anus (Fig. 1) . Internal symptoms of these fish were characterized by swelling and white patches (1-2 mm in diameter) of the spleen, posterior kidney and liver. Hemorrhagic ascites K Yuasa, E B Kholidin, N Panigoro and K Hata' in the peritoneal cavity were present (Fig 2) Ectopara sites such as Tnchodina sp and Dactylogyrus sp were observed in the gills of some affected fish Stamp smears of spleens from affected fish showed the pres ence of long bacteria (Fig 3) An identical bacterium was isolated from each inter nal organ of all examined fish The isolates were Gram negative rod-shaped organisms of variable size, 0 6 by 1 2-15 pm (Fig 4) Four representative isolates showed weak motility at 25°C but not at 37°C They showed fermentative capacity, positive catalase activity and negative oxidase activity Another biochemical reactions of the isolates were the same as those of the type strain of E ictalun except for reactions of ornithine decarboxylase, gas production from glucose, glycerol utilization and starch utilization (Table 1) In the first pathogenicity test, all fish were dead at both concentrations of the bacteria within a week, show ing the same clinical signs as natural infections Furthermore, E ictalun were re-isolated from the internal organs of moribund or dead fish They were confirmed to be the same species by oxidase, catalase, and OF tests as well as morphological observation
In the sec ond pathogenicity test, newly isolated bacteria JF 0238 showed 100% mortality, but the old isolate JF 0208 did not show any mortality (Table 2) The main characteris tics such as oxidase, catalase, OF and motility tests of the 2 isolates were the same as the results shown in Table 1 The old isolate JF 0208, however, showed shorter rods, 0 5 by 1 2 pm in size than the new isolate JF 0238 Most biochemical characteristics of the isolates in this study were identical with those of the type strain of E ictalun, the causative agent of ESC (enteric septice mia of catfish) ESC has been a principal infectious dis ease of channel catfish lctalurus punctatus farms in the USA since 19762) It was revealed that the cause of the mass mortalities in Indonesian Pangasius was E ictalun However, Indonesian isolates show variable sized cells, contrary to the type strain which was 1 25 by 0 5 pm in length Clinical signs of affected fish in Indonesia were slightly different from those of channel catfish in the USA Recently an epidemic has spread through P hypophthalmus farms of the Mekong Delta, Vietnam3l
The causative agent of the epidemic was identified as E ictalun using 530 bp match and 16S rRNA analysis4) 
